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ID S50223 standard; RNA; HUM; 798 BP. 

XX 

AC S50223; 
XX 

SV S50223.1 
XX 

DT 16-FEB-1993 (Rel . 34, Created) 

DT 04-MAR-2000 (Rel. 63, Last updated, Version 4) 

XX 

DE HKR-Tl=Kruppel-like zinc finger protein [human, MOLT 4 T-cells, mRNA, 798 

DE nt] . 

XX 

KW 



XX 

OS Homo sapiens (human) 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; Mammalia; 

OC Eutheria; Primates; Catarrhini; Hominidae ; Homo. 



XX 

RN [1] 

RC GenBank staff at the National Library of Medicine created this entry [NCBI 

RC gibbsq 118663] from the original journal article. This sequence comes from 

RC Fig. 2A. 

RP 1-798 

RX MEDLINE; 93043304 . 

RA Wu B.Y., Hanley E.W., Turka L.A., Nabel G.J.; 



RT "Isolation of a cDNA clone encoding a zinc finger protein highly expressed 

RT in T-leukemia lines"; 

RL Blood 80(10) :2571-2576(1992) . 
XX 

DR GOA; P17026 ; P17026 . 

DR SWISS -PROT; £17026; ZN22_HUMAN. 

XX 

FH Key. Location/Qualifiers 
FH 

FT source 1 . . 798 

FT /dbxr e f ="t axon : 9 6 0 6 " 

FT /organism="Homo sapiens" 

FT CDS 90 . .779 

FT /codon_start=l 

FT /db_xre f = " GOA : P17026 " 

FT /db_xre f = " SWISS- PROT :P17026" 

FT /note="Kruppel-like zinc finger protein; This sequence 

FT comes from Fig. 2A; mismatches (76 [N->I] , 78 [I->T] ) in paper" 

FT /product="HKR-Tl" 

FT /gene="HKR-Tl" 

FT /protein id=" AAB24264 . 2 " 

FT /translation " MRLAKP KAGI SRS S SQGKAYENKRKTGRQREKWGMT I RFDS S F SR 

FT LRRSLDDKPYKCTECEKSFSQSSTLFQHQKIHTGKKSHKCADCGKSFFQSSNLIQHRRI 

FT HTGEKPYKCDECGESFKQSSNLIQHQRIHTGEKPYQCDECGRCFSQSSHLIQHQRTHTG 

FT EKPYQCSECGKCFSQSSHLRQHMKVHKEEKPRKTRGKNIRVKTHLPSWKAGTEGSLWLV 

FT SVKYRAF" 



v age z or i 



XX 
SQ 



// 



Sequence 798 BP; 256 A; 168 C; 187 G; 187 T; 0 other; 

aaaattctga gctgtacacc tctaggaaat gaaacactag ttcagaagaa gcctgtaaac 60 

tctcttacaa atacatttgg ttattcacca tgaggttagc aaagcctaaa gcgggtattt 120 

ctcggagctc aagccaagga aaggcctatg agaacaagcg caaaacaggc cggcagcgcg 180 

agaagtgggg catgactatt cgatttgact caagcttcag tagactcaga agaagcttgg 240 

atgacaaacc ctataaatgt actgaatgtg aaaagagttt cagtcagagt tcaactcttt 300 

ttcaacacca gaagatccat actggaaaga aatcccataa atgtgctgat tgtgggaaaa 360 

gtttctttca gagttctaat ctcattcagc atcgacggat ccatacgggg gaaaagccct 420 

acaaatgtga tgagtgtgga gaaagcttca aacagagctc aaatctcatt cagcaccaga 480 

gaattcatac tggagaaaaa ccctatcagt gtgatgagtg tggccggtgt ttcagccaga 540 

gctcccacct tattcaacat cagagaaccc acactgggga gaaaccctac cagtgcagtg 600 

aatgtggcaa atgtttcagt cagagctctc atctgaggca gcacatgaag gtgcataaag 660 

aagagaagcc tcgtaaaacc cggggcaaaa atatcagggt gaagactcac ttaccctctt 720 

ggaaagctgg tacagaagga agtctgtggc tggtctccgt taagtatagg gctttttgac 780 

agctttttga gacctctt 798 
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